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SLOW MAGIC ANGLE SPINNING NUCLEAR
MAGNETIC RESONANCE DEVICE AND
PROCESS FOR METABOLOMICS
PROFILING OF TISSUES AND BIOFLUIDS

This invention was made with Government support under
contract number RO1ES022176 awarded by the U.S. National
Institute of Environmental Health Sciences (NIEHS) and
contract number R21 RR025785 awarded by the U.S.
National Center for Research Resources (NICRR), both
agencies of the National Institutes of Health (NIH). The Gov-
ernment has certain rights in the invention.

FIELD OF THE INVENTION

The present invention relates generally to magic angle
spinning (MAS) spectroscopy. More particularly, the present
invention relates to a nanoliter magic angle spinning probe for
metabolomics analyses in nuclear magnetic resonance spec-
troscopy.

BACKGROUND OF THE INVENTION

Metabolomics is the study of the chemical fingerprints or
metabolites associated with various chemical processes
occurring within tissues and fluids of various biological
organisms. These chemical fingerprints are a result of specific
cellular processes that leave behind specific metabolic, or
small-molecule metabolite, profiles. The metabolome is the
collection of all metabolites in a biological cell, tissue, organ,
or organism. These metabolites are the end products of these
various cellular processes.

Nuclear Magnetic Resonance (NMR) spectroscopy is a
quantitative, non-destructive method that requires no, or
minimal, sample preparation and is one of the leading ana-
Iytical tools for metabonomics (metabolomics) research. 'H
NMR is especially attractive because protons are present in
virtually all metabolites and their NMR sensitivity is high,
enabling simultaneous identification and monitoring of a
wide range of low molecular weight metabolites and provide
a biochemical fingerprint of an organism. However, the reso-
lution of the "H NMR spectra from tissues is often poor due to
magnetic susceptibility variations, as well as other residual
proton dipolar coupling and residual chemical shift anisot-
ropy interactions. Further, MAS typically requires tissue
samples of between 10 mg and 40 mg, or volumes of a few uL,
or more, for standard metabolic profiling, which limits pos-
sible applications. Often small animals need to be sacrificed
to obtain adequate amounts of tissues or blood for analysis.
This makes it difficult or impossible to carry out continuous
studies on single animals over a long period of time. And,
changes to metabolite biomarkers due to normal biological
variations often requires a large number of animals in order to
provide sufficient biostatistical data, making metabolomics
investigations expensive. The unique ability of MAS to ana-
lyze intact tissue samples eliminates the extraction process,
which is a major breakthrough in metabolomics, not only
because the extraction takes time, but also because metabo-
lites can be lost during the extraction process. The MAS
technique generates a high resolution '"H NMR metabolite
spectrum of tissue samples with spectral resolution approach-
ing that obtained from standard liquid-state NMR on cell and
tissue extracts. And, various line broadening mechanisms can
be eliminated at a sample spinning rate of several kHz or
more. Recently, several new miniaturization approaches have
been introduced in the art that report to decrease sample sizes
for the MAS technique. However, various weaknesses have
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been identified in these approaches including, e.g., coil
designs that induce line broadening and seriously reduce
sensitivity at low spinning rates of current interest, suitability
for solid-state analyses only, and other demonstrated weak-
nesses.

Accordingly, new devices and methods are needed that
address various problems known in the art, and can perform
metabolic profiling on small intact biological samples so that
non-invasive and/or minimally invasive detection and analy-
ses are possible. The present invention addresses these needs.
Additional advantages and novel features of the present
invention will be set forth as follows and will be readily
apparent from the descriptions and demonstrations set forth
herein. Accordingly, the following descriptions of the present
invention should be seen as illustrative of the invention and
not as limiting in any way.

SUMMARY OF THE INVENTION

A slow Magic Angle Spinning (MAS) probe is described
for high resolution *H Nuclear Magnetic Resonance (NMR)
metabolic (metabolomics) profiling of a sample. The probe is
configured to rotate the sample inclined at a magic angle with
respect to the B, magnetic field at a slow spinning rate. The
probe has a sample spinning rotor that includes a sample tube
adapter configured to hold sample tubes of varied dimensions
that contain samples of a variable size, quantity, and/or vol-
ume in the rotor when introduced into a support body (stator)
of the probe. The probe also has a switchable LC resonator
that includes a first static RF coil coupled to one or more
capacitors that defines an RF circuit. The switchable L.C
resonator may attach to a switchable plug component that
inserts into the support body of the probe. The L.C resonator
when inserted in the support body inductively couples the first
static RF coil to a second static RF coil positioned within the
support that enhances the sample filling factor between the
sample and the first RF coil and the sensitivity of samples
analyzed therein.

A method is also described for performing slow-MAS
spectroscopy. The method may include spinning a sample in
a slow-MAS sample spinning rotor within a sample spinning
probe. The probe is inclined at a magic angle with respect to
the B, magnetic field and spins the sample at a slow spinning
rate. The method may further include acquiring NMR data
using a slow-MAS 'H Phase Adjusted Spinning Sidebands
(PASS) pulse sequence that includes a rotor position synchro-
nization segment to suppress magnetic susceptibility line
broadening effects in the sample at the slow MAS spinning
rate.

The probe is configured to rotate the sample at a slow
spinning rate below about 500 Hz.

In some embodiments, the first static RF coil circumvolves
the sample tube in the rotor.

In various embodiments, the switchable LC resonator and
first static RF coil are switchable with an LC resonator and
static RF coil of a smaller or larger width dimension to
accommodate a sample tube with a smaller or larger width
dimension in the rotor.

In some embodiments, the sample tube adapter may be
composed of a machinable plastic. In some embodiments, the
switchable plug may be composed of a machinable plastic.

In some embodiments, the probe includes a single rotation
bearing.

In some embodiments, the probe includes dual rotation
bearings. In some embodiments, the first rotation bearing is
located in the support body in front of the second RF coil to
support the sample tube when inserted into the rotor. In some
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embodiments, the second rotation bearing is located at the
rear of the second RF coil in the support body where the
switchable plug attached to the LC resonator and first static
RF coil insert into the support body of the probe. The second
rotation bearing may be included to support a sample tube
containing a heavy sample when inserted into the rotor.

In some embodiments, the probe includes an optical detec-
tion system with a first optical detection channel on a support
that includes a first optical fiber. The first optical fiber may
count and determine spinning rate of the rotor. In some
embodiments, the first optical fiber determines spinning rate
in concert with a number of counting marks located on a
surface of the rotor during rotation of the rotor. In various
embodiments, number of counting marks on the surface of the
rotor is any multiple of 6 below and including 24. The number
of counting marks may be selected based on the desired
accuracy for the spinning rate measurement.

In some embodiments, the optical detection system
includes a second optical detection channel on a support with
a second optical fiber that synchronizes a slow MAS pulse
sequence to a specified rotor position. In some embodiments,
the second optical fiber synchronizes rotor position in concert
with a *H Phase Adjusted Spinning Sidebands (PASS) pulse
sequence that includes a rotor position synchronization
sequence segment therein. In some embodiments, the second
optical fiber synchronizes rotor position with optical trigger-
ing based on a single fixed mark disposed on a surface of the
rotor during rotation of the rotor. In various embodiments, the
pulse sequence suppresses magnetic susceptibility induced
line broadening effects for the sample at the slow spinning
rate. In some embodiments, the pulse sequence controls tim-
ing of pulses delivered by the pulse sequence.

In some embodiments, acquiring NMR data includes opti-
cally synchronizing the rotor position with the timing of the
pulse sequence. In some embodiments, acquiring NMR data
includes use of a selected MAT or MATPASS pulse sequence
or segment. In some embodiments, the acquiring includes
optically triggering the pulse sequence. In some embodi-
ments, the triggering includes triggering an optical fiber to
synchronize the position of the rotor within the sample spin-
ning probe. In some embodiments, the triggering includes
detecting a fixed mark on the surface of the rotor.

In some embodiments, the method includes establishing
the magic angle of the probe with a KBr sample prior to
spinning the sample.

In some embodiments, the sample is a homogeneous
sample. In some embodiments, the sample is a non-homoge-
neous sample. In some embodiments, the non-homogeneous
sample is a non-homogeneous tissue sample. In some
embodiments, the sample is an intact sample. In some
embodiments, the sample is a biofluid sample.

In some embodiments, the method includes generating a
high-resolution *"H NMR spectrum free of magnetic suscep-
tibility induced line broadening after acquiring NMR data
with a PASS sequence.

The purpose of the foregoing abstract is to enable the
United States Patent and Trademark Office and the public
generally, especially the scientists, engineers, and practitio-
ners in the art who are not familiar with patent or legal terms
or phraseology, to determine quickly from a cursory inspec-
tion the nature and essence of the technical disclosure of the
application. The abstract is neither intended to define the
invention of the application, which is measured by the claims,
nor is it intended to be limiting as to the scope of the invention
in any way.
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BRIEF DESCRIPTION OF THE DRAWINGS

FIGS. 1a-1c show different views of one embodiment of a
slow-MAS NMR probe for metabolic profiling of variable
quantities of biological tissues and biofluids.

FIG. 2 shows an exemplary configuration for locking of
inner RF coil 12 within resonator support 11.

FIG. 3 shows an exemplary magic angle incline component
26.

FIGS. 4a-4¢ show a process for setting the magic angle for
the slow-MAS NMR probe system.

FIGS. 5a-5¢ show another embodiment of a slow-MAS
NMR metabolomics probe for metabolic profiling of variable
quantities of biological tissues and biofluids samples.

FIG. 6 shows a new "H PASS sequence for rotor position
and timing synchronization for metabolic profiling of ordered
and non-ordered samples.

FIGS. 7a-7d show high-resolution slow-MAS 'H PASS
spectra for a sample of excised mouse tissue.

FIGS. 84-8b show high-resolution slow-MAS 'H PASS
spectra for a milliliter quantity of excised mouse brain tissue
sample.

FIGS. 94-9b show high-resolution slow-MAS 'H PASS
spectra for a microliter biofluid sample.

DETAILED DESCRIPTION

A slow-MAS NMR probe and method are described that
significantly enhance spectral resolution in excised tissues,
organs, and live small specimens (e.g., bugs and insects) for
metabolomics applications. The following description details
a best mode of at least one embodiment of the slow-MAS
NMR probe. It will be apparent from the description that
various modifications, alterations, and substitutions may be
made without departing from the scope of the invention as set
forth in the claims listed hereafter, and that the invention also
includes a variety of modifications and embodiments thereto.
And, while the invention is susceptible of various modifica-
tions and alternative constructions, it should be understood,
that there is no intention to limit the invention to the specific
form disclosed, but, on the contrary, the invention is to cover
all modifications, alternative constructions, and equivalents
falling within the spirit and scope of the invention as defined
in the claims. Accordingly, the present description should be
seen as illustrative and not limiting.

FIGS. 1a-1b show different views of a slow Magic Angle
Spinning (MAS) Nuclear Magnetic Resonance (NMR) probe
100 for metabolomics profiling of tissues and biofluids
samples. “Slow” as the term is used herein means a sample
spinning rate below about 500 Hz. In some embodiments,
sample spinning rates as low as 40 Hz are employed. In some
embodiments, sample spinning rates up to about 300 Hz are
employed.

FIG. 1a shows an expanded view of slow-MAS NMR
probe 100. Probe 100 includes a probe (stator) body 2, a
bearing 4 of a gas-driven type for sample spinning, and a
sample spinning rotor 6. Probe 100 also includes a switchable
plug 8 with a switchable L.C resonator 10 that attaches to
switchable plug 8. The term “switchable” as used herein in
reference to the slow-MAS device (probe) means that
selected components of the probe may be exchanged with a
replacement component that has a smaller or larger diameter
dimension that allows the probe to accommodate smaller or
larger sample tubes and thus quantities and/or volumes of
samples.

LC resonator 10 includes an inner static RF coil 12 (e.g.,
micro-sized coil) positioned at the junction of an L.C circuit in
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LC resonator 10, with capacitors (C) 15 (shown, e.g., as small
square blocks) attached at respective ends of RF coil 12 that
complete the circuit. Capacitors 15 are positioned such that
they generate a minimal magnetic susceptibility gradient
across a sample. In some embodiments, capacitors 15 are
positioned at one end of RF coil 12 (see FIG. 15). In some
embodiments, capacitors 15 are positioned below RF coil 12.
In some embodiments, capacitors 15 are positioned above RF
coil 12. No limitations are intended. Inner RF coil 12 may be
constructed of a long, thin loop of magnetic susceptibility-
matched wire. In an exemplary construction, inner RF coil 12
includes 6 turns of a palladium (Pd)-plated Oxygen-Free
High Conductivity (OFHC) copper (Cu) wire. Inner RF coil
12 is placed inside a switchable coil support 11. In some
embodiments, inner RF coil 12 includes an inner diameter
(ID.) of 1.3 mm, an outside diameter (O.D.) of 1.7 mm, and
a total coil length of —2.7 mm. In some embodiments, inner
RF coil 12 may have an inner diameter (1.D.) as small as 1 mm
and a length of 1 mm, depending on the size, volume, or
quantity of sample.

Switchable plug 8 and L.C resonator support 11 may be
composed of amachinable plastic. In some embodiments, L.C
resonator support 11 is composed of a machinable plastic
made of polychlorotrifluoroethylene (PCTFE) homopolymer
(e.g., KEL-F®, Ridout Plastics, Inc., San Diego, Calif., USA)
or another machinable plastic of sufficient structural strength
such that the alignment (i.e., clearance and sample filling
factor) between sample tube 18 and inner RF coil 12 is main-
tained during rotation of the sample. All clearances between
sample tube 18 and inner RF coil 12 as will be selected by
those of ordinary skill in the art in view of this disclosure are
within the scope of the invention. No limitations are intended.

Switchable plug 8 and L.C resonator 10 insert together into
probe (stator) body 2. When assembled into probe 100 (sta-
tor) body 2, inner RF coil 12 couples inductively with an outer
static RF excitation/receiver coil (resonator) 14 positioned
within probe (stator) body 2. In some embodiments, outer coil
14 includes an 1.D. of 12.6 mm, an O.D. of 13.8 mm, and a
total coil length of 9 mm. In some embodiments, outer RF coil
14 may be constructed of flat wires with a width up to about
4 mm and a coil length of from about 4 mm to about 15 mm.
No limitations are intended. “Inductively coupled” means
inner LC resonator 10 does not direct contact outer RF coil
12, or its circuit. Inductive coupling is satisfied when the
resonant frequency of the inner LC resonator 10 is within
about 10 MHz or less of the resonant frequency of the outer
RF coil 12 circuit. Inner RF coil 12 maximizes the “filling
factor” (defined as the sample size divided by the volume of
the inner RF coil) between sample tube 18 that contains the
sample and inner RF-Coil 12, which increases the NMR
sensitivity because NMR sensitivity is proportional to the
square root of the filling factor. “NMR sensitivity” is defined
as the NMR peak height divided by the amplitude of noise.
Inner RF coil 12 is static, meaning sample tubes 18 rotate
together with MAS rotor 6 while inner RF coil 12 remains
stationary.

Probe 100 includes a sample tube adaptor 16 of an adjust-
able size that holds sample tubes 18 of varied dimensions to
accommodate varied quantities and volumes of samples
introduced in sample tubes 18 when introduced into sample
rotor 6. In operation, the static inner RF coil 12 optimizes the
B, field homogeneity while sample tube 18 spins. Switchable
plug 8 into which switchable L.C resonator 10 inserts may be
exchanged with smaller or larger switchable LC resonators 10
to accommodate inner RF coils 12 with different internal
diameters (I.D.). Sample tubes 18 with larger or smaller
diameter dimensions can thus be introduced to accommodate
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larger or smaller volumes, or quantities, of sample. LC reso-
nator 10 containing inner RF coil 12 and associated capaci-
tors 15 may be removed from probe (stator) body 2 when the
quantity or volume of sample is sufficient to overcome sen-
sitivity limitations resulting from a limited sample size. Sen-
sitivity limitations depend on the sample quantity or volume
and are generally overcome when the tissue volume or sample
volume is about 40 mg or more. Above this sample volume,
inner RF coil 12 is no longer necessary because sufficient
signal is generated to provide a sufficient NMR sensitivity.
But, no limitations in sample volumes or sensitivity thresh-
olds are intended.

Sample rotor 6 includes a number of turning fins 7 that spin
rotor 6 in concert with a drive gas when rotor 6 is assembled
with bearing 4 in probe (stator) body 2. Probe 100 further
includes an optical detection system 20 that detects the
sample spinning rate of sample rotor 6. Optical detection
system 20 includes a mounting support 22 with an optical
detection channel 24 that mounts an optical fiber (not shown)
at the trailing side of the bearing 4 so as to count the counting
marks located on the rear of sample rotor 6 when assembled
in stator body 2 in front of RF coil 14. In some embodiments,
spinning rate may be accurately determined with a number of
counting marks that is any multiple of 6 below and including
24.

FIG. 15 shows a perspective view of a switchable plug 8
with LC resonator 10 attached. LC resonator 10 inserts into
resonator support 11. Resonator support 11 may an integrated
part of switchable plug 8. Thus, no limitations are intended.
Switchable plug 8 is designed to allow use of switchable LC
resonators 10 and RF coils 12 of different internal diameters
(I.D.) to accommodate sample tubes 18 that have different
diameter dimensions for different volumes or quantities of
sample. Inner RF coil 12 may be constructed of magnetic
susceptibility-matched wire and placed inside switchable coil
support 11. Coil support 11 is also exchangeable to accom-
modate both larger and smaller RF coils that accommodate
sample larger or smaller sample quantities or volumes. Inner
RF coil 12 is static, meaning sample tubes 18 rotate with
MAS rotor 6 while RF coil 12 remains stationary. The static
coil 12 optimizes the B, field homogeneity while sample tube
18 spins.

FIG. 1c¢ shows a perspective view of slow-MAS NMR
probe 100 in an assembled form. In the figure, sample tube 18
is positioned inside adaptor 16 and positioned within rotor 6.
Rotor 6 includes turning fins 7 that turn rotor 6 in concert with
gas-driven bearing 4. In the figure, switchable plug 8 is
attached to switchable LC resonator 10 that includes inner
static RF coil 12. Switchable plug 8 aligns L.C resonator 10
such that inner static RF coil 12 inserts into probe (stator)
body 2 and couples inductively with outer static RF excita-
tion/receiver coil (resonator) 14 within probe (stator) body 2
and aligns with sample tube 18 during sample rotation. Inner
RF coil 12 produces controlled magnetic fields when an elec-
tric current is passed through the coil. Inner RF coil 12 pro-
duces a magnetic field when positioned adjacent to, or around
a sample tube 18.

In some embodiments, outer RF-coil (resonator) 14 reso-
nates at a *H Larmor frequency of about 300 MHz, but fre-
quencies are not intended to be limited thereto. In some
embodiments, inner RF coil 12 (resonator) resonates at about
298 MHz, but frequencies are not intended to be limited
thereto provided the resonant frequency of inner RF coil 12 is
sufficiently close (defined at less than about 10 MHz) to that
of the outer RF coil 14 circuit. In one exemplary test, when
inner RF coil 12 was not installed, pulse width of'a 300 MHz
'H n/2 pulse was 12.5 psec, which was obtained with an RF
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power input of 28 Watts (W). With the inner RF coil 12
installed, pulse width of the 300 MHz "H /2 pulse was 3.75
usec, obtained with an RF power input of 0.6 W.

FIG. 2 shows one exemplary configuration for positioning
and locking RF coil 12 within resonator support 11. In the
figure, slots 28 are introduced into the wall of support 11 that
serve to lock respective ends of RF coil 12 into place. RF coil
12 is placed inside outer RF coil 14 such that inner RF coil 12
inductively couples with RF coil 14. When locked into posi-
tion in slots 28, RF coil 12 is properly positioned and aligned
around the exterior surface of sample tubes when introduced
into the rotor. Number of slots 28, position or location of slots
28 within resonator support 11, and the specific mode of
locking or locking configuration for RF coil 12 are not
intended to be limited. For example, when a volume or quan-
tity of sample increases or decreases, the size of sample tube
18 also increases or decreases. In these instances, switchable
plug 8 to which LC resonator 10 and inner RF coil 12 attach
may be easily switched with an inner RF coil 12 of a larger or
smaller diameter, or larger and shorter length, to accommo-
date the change in sample quantity, volume, or size. No limi-
tations are intended.

Sample Tubes

Sample tubes 18 used in concert with embodiments of the
present invention are constructed of non-metallic and non-
magnetic materials including, but not limited to, e.g., glass
(e.g., Kimble Glass, Inc., Vineland, N.J., USA), ceramics
including, e.g., zirconia (Zr0,), Al,O;, MgO, CaO, Y,0;;
combinations of these materials; and machinable plastics
including, e.g., chlorotrifluoroethylene (e.g., KEL-F®, 3M
Company, St. Paul, Minn., USA), polyether ether ketone
polymers (e.g., PEEK®, Victrex USA, Inc., West Consho-
hocken, Pa., USA), polyimide-based polymers (e.g.,
VESPEL®, Dupont, Wilmington, Del., USA), polyamide-
imide polymers (e.g., TORLON®, Solvay Advanced Poly-
mers, L.L..C., Alpharetta, Ga., USA), or like plastics. Since
sample spinning rates are low, no special seals (e.g., end caps)
are required to contain and seal samples within the sample
tubes. In typical operation, tube openings can be wrapped
with, e.g., TEFLON® tape, or another tape material. No
release of fluid or tissues occurs due to the slow spin rate.

Sample Volumes, Sizes, and Quantities

Slow-MAS probe 100 is designed to allow varied quanti-
ties of biological tissue samples or varied volumes of bioflu-
ids to be analyzed in a single probe. “Large” refers to asample
size or volume greater than about 100 mg. “Small” refers to a
sample size or volume of about 3 mg or less. “Low” refers to
a sample size or volume of about 10 mg or less. Probe 100 is
ideally suited for samples of a small size (e.g., a few mg, i.e.,
about 3 mg or less), or a low volume sample of biological
tissue (e.g., less than 10 mg). Samples may be of a homoge-
neous type or a non-homogeneous type. “Homogeneous”
refers to non-ordered samples where the internal structure of
the sample, including the shape, looks the same from different
directions in terms of the magnetic susceptibility distribu-
tions. “Non-homogeneous” refers to ordered samples where
the internal structure, including the shape, looks different
from different directions in terms of the magnetic suscepti-
bility distributions. The NMR probe of the present invention
provides high-resolution NMR spectra and high sensitivity
metabolic profiling of both types of samples. Slow-sample
spinning avoids fluid leakage and thus maintains the integrity
of the biological sample. The slow-MAS method is non-
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invasive, or minimally invasive, and also is safe for working
with hazardous biological samples. In some embodiments,
the probe analyzes biological tissue samples with volumes as
low as 0.2 mm® (uL) (200 nanoliters) (0.2 mg). In some
embodiments, the probe analyzes biological tissue samples
with volumes up to about 1 cm® (mL). In some embodiments,
the probe analyzes biological tissue samples with volumes
greater than about 1 cm® (mL). In some embodiments, the
probe analyzes biological tissue samples with volumes less
than or equal to about 1 pul.. In some embodiments, the probe
analyzes biological tissue samples of a quantity less than
about 0.2 mg and greater than about 1000 mg. In some
embodiments, the tissue sample includes a mass up to about 1
gram or greater or a volume up to about 1 cm® (1 mL) or
greater. No limitations are intended.

In some embodiments, probe 100 analyzes biological fluid
samples of a quantity between about 0.2 mg (0.2 pL.) and
about 10 mg (10 pL). Standard liquid state NMR metabolo-
mics can efficiently measure biofluids with volumes or
masses larger than about 10 mg. Therefore, slow-MAS is not
necessary for metabolic profiling of biofluids when volumes
are larger than about 10 uL. or masses are above about 10 mg.
However, slow-MAS is extremely useful for analysis of very
small biofluid samples, e.g., masses less than about 10 mg or
volumes less than about 10 plL..

In various embodiments, sample tube 18 can rotate
smoothly even when it extends beyond the length of outer RF
coil 14 if the sample is of a small quantity below about 100
mg, or a low quantity below about 10 mg, or less. However,
when the sample quantity becomes large or otherwise
exceeds a selected weight limit (i.e., above about 100 mg or
more), the uneven and heavy sample positioned at the end of
the sample tube 18 can cause vibration in sample tube 18
when sample tube 18 is rotated due to insufficient bearing
support. Eliminating vibration also facilitates the study of
nanoliter-sized samples because sample tube 18 can be per-
fectly aligned with inner RF coil 12. In some embodiments, a
clearance of about 0.05 mm between sample tube 18 and RF
coil 12 improves the filling (fill) factor and thus the NMR
sensitivity. However, clearance is not intended to be limited
thereto.

Ability of probe 100 to analyze samples of a nanoliter
quantity permits metabolic changes in single small laboratory
animals to be investigated over a continued or long period of
time using minimally invasive blood and tissue biopsy
samples. And, ability of probe 100 to also analyze milliliter
quantities of sample, or volumes up to, or greater than, 1 cm>
(mL) allows minimally destructive studies and investigations
to be performed on, e.g., larger-sized biological tissues,
whole organs, and intact biological objects (e.g., live insects).

In some embodiments, biofluids with volumes less than
about 1 ulL can be analyzed. In some embodiments, biofluids
with a mass above about 0.2 mg or a volume above about 200
nL. can be analyzed.

In some embodiments, probe 100 can be used to analyze an
intact and/or live animal, or a live bug or insect, continuously.
The term “continuously” means an analysis time of up to
about 3 days or more.

Setting Magic Angle

FIG. 3 shows an exemplary incline adjustment component
26 for adjusting magic angle for MAS probe 100. In the
figure, incline adjustment component 26 is positioned at one
end of MAS probe 100, but location is not limited thereto, as
will be appreciated by those of ordinary skill in the art.
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FIGS. 4a-4c illustrate the process for accurately setting the
magic angle of the slow-MAS NMR probe 100. Solid kBr
may be used to set the magic angle in a process similar to that
performed for fast magic angle spinning experiments involv-
ing solids. In one embodiment, the process includes removing
switchable inner RF coil plug (insert) 8, replacing sample
tube 18 with a glass tube (e.g., 7.5 mm OD and 5 mm ID)
containing a quantity (e.g., about 200 mg) of kBr solid. The
kBr solid is rotated at a spinning rate of, e.g., 500 Hz. The
magic angle is then set by returning the frequency of outer RF
14 circuit to the "°Br frequency (e.g., 75.15 MHz on a 300
MHz NMR spectrometer) in concert with the variable tuning
and matching capacitors (not shown) coupled to the outer RF
circuit. FIG. 4a shows the free-induction decay (FID) signal
of "Br obtained in a single scan, along with the associated
train of rotational echoes. The magic angle is reached when
the number of rotational echoes is maximized in the FID at the
selected spinning rate (here 500 Hz). FIG. 4b shows the
Fourier transformation of FIG. 4a. FIG. 4c¢ is a plot showing
the horizontally expanded spectral range of FIG. 45, which
identifies the point at which the magic angle is reached, i.e.,
when the number of sample spinning sidebands is maxi-
mized.

FIGS. 5a-5¢ shows another embodiment of a slow Magic
Angle Spinning (MAS) Nuclear Magnetic Resonance
(NMR) probe 100 of a dual-bearing design for metabolomics
profiling of tissues and biofluids samples. FIG. 5a shows an
expanded view of slow-MAS NMR probe 100. Probe 100
includes an enhanced probe (stator) body 2, MAS rotor 6,
dual gas-driven bearing systems 4 and 5 positioned at respec-
tive ends of sample rotor 6 to provide rotation stability when
spinning large quantities or volumes of sample of about 100
mg or more. Probe 100 also includes a switchable plug 8 with
a switchable LC resonator 10. LC resonator 10 includes an
inner (first) static RF coil 12 with capacitors 15 attached as
described previously above. Inner RF coil 12 is placed inside
switchable coil support 11. Inner RF coil 12 is constructed of
magnetic susceptibility-matched wire as described previ-
ously above. LC resonator 10 in switchable coil support 11
inserts into switchable plug 8. Switchable plug 8 with L.C
resonator 10 attached in switchable coil support 11 inserts
into probe (stator) body 2. Inner RF coil 12 is static meaning
sample tubes 18 rotate with MAS rotor 6 while inner RF coil
12 remains stationary. In operation, inner RF coil 12 opti-
mizes the B, field homogeneity while sample tube 18 spins. In
various embodiments, switchable plug 8 into which L.C reso-
nator 10 inserts may be switched out with another switchable
LC resonator 10 that includes a larger or smaller RF coil 12
with a larger or smaller internal diameter (1.D.) to accommo-
date sample tubes 18 with larger or smaller diameter dimen-
sions to accommodate differing volumes or quantities of
sample.

When assembled into probe 100 (stator) body 2, RF coil 12
couples inductively with an outer static RF excitation/re-
ceiver coil (resonator) 14 positioned within probe (stator)
body 2. Inner RF coil 12 maximizes the “filling factor”
between sample tube 18 which contains the sample and inner
RF-Coil 12. Increasing the fill factor enhances the NMR
sensitivity of the sample analysis. L.C resonator 10 containing
inner RF coil 12 and capacitors 15 may be removed when the
quantity or volume of sample is sufficient to overcome sen-
sitivity limitations resulting from a limited sample size, as
described previously herein.

Probe 100 further includes a sample tube adaptor 16 of an
adjustable size that holds sample tubes 18 of varied dimen-
sions containing varied quantities and volumes of samples in
sample tubes 18 when sample tubes 18 are inserted into
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sample rotor 6. Sample rotor 6 includes a number of turning
fins 7 that in concert with a drive gas spin rotor 6 when rotor
6 is assembled with bearings 4 and 5 in probe (stator) body 2.

Probe 100 may include an optical detection system 20 that
can be used for detecting and synchronizing position of rotor
6 and for accurately determining spinning rate of rotor 6. In
some embodiments, probe 100 may include two optical sup-
ports (22, 30) each with respective optical detection channels
(24, 32) that mount an optical fiber (not shown) configured as
optical transmitters and receivers. In some embodiments,
optical detection channel 24 synchronizes rotor 6 to a fixed
position. For example, mounting support 22 with optical
detection channel 24 when assembled into stator body 2 may
be positioned, e.g., at the trailing side of bearing 4 to detect a
fixed mark located, e.g., on the surface of sample rotor 6 in
front of RF coil 14 to synchronize position of rotor 6, as
detailed further in reference to FIG. 6 below. In some embodi-
ments, mounting support 30 with optical detection channel 32
when assembled in stator body 2 may be positioned, e.g.,
behind RF coil 14 to accurately control the sample spinning
rate of rotor 6. For example, a multiple of six (i.e., 6) black and
six (6) white, evenly-spaced marks may be positioned around
the rotor 6 circle, and may be used to accurately count the
sample spinning rate, described previously in reference to
FIG. 1. No limitations are intended. For example, all optical
detection configurations involving synchronization and
sample spinning rate as will be implemented by those of
ordinary skill in the art in view of this disclosure are within the
scope of the invention.

FIG. 5b shows a perspective view of switchable plug 8 with
LC resonator 10 attached. LC resonator 10 inserts into reso-
nator support 11. In some embodiments, resonator support 11
is detachable. In some embodiments, resonator support 11
can be an integrated part of switchable plug 8. Switchable
plug 8 is designed to allow use of switchable LC resonators 10
containing RF coils 12 with capacitors 15 attached that
includes larger or smaller internal diameters (I.D.) to accom-
modate sample tubes 18 with larger or smaller diameter
dimensions to contain differing volumes or quantities of
sample. Inner RF coil 12 is constructed of magnetic suscep-
tibility-matched wire, and is wound and placed inside swit-
chable coil support 11. RF coil (resonator) 12 is static, mean-
ing sample tubes 18 rotate with MAS rotor 6 while RF coil 12
remains stationary. The static inner RF coil 12 optimizes the
B, field homogeneity while sample tube 18 spins.

FIG. 5¢ shows a perspective view of slow-MAS NMR
probe 100 including dual bearings in an assembled form. The
instant design allows large biological objects above about 100
mg or volumes of about 1 cm® or more to be analyzed, simply
by removing switchable LC resonator 10, with its coupled RF
coil 12 and capacitors 15, described previously in reference to
FIG. 5a. In some embodiments, samples are intact samples.
In some embodiments, samples are not intact samples. In the
figure, sample tube 18 containing a sample is fixed inside
adaptor 16 and positioned and supported in concert with
bearings 4 and 5 with rotor 6. Rotor 6 includes turning fins 7
that turn rotor 6 in concert with gas-driven bearings 4 and 5.
In the figure, switchable plug 8 is attached to switchable L.C
resonator 10 that includes inner RF coil 12. Switchable plug
8, when inserted into probe (stator) body 2, aligns [.C reso-
nator 10 such that static inner RF coil 12 couples inductively
with outer RF excitation/receiver coil (resonator) 14 within
probe (stator) body 2. Mounting support 22 with optical
detection channel 24 when assembled in stator body 2 may be
positioned, e.g., in front of RF coil 14 at the trailing side of
bearing 4 to detect a fixed (e.g., black) mark located, e.g., on
a back end of sample rotor 6 to synchronize position of rotor
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6 in concert with the slow-MAS pulse sequence. In an exem-
plary implementation, a single black mark may be used to
trigger the position of rotor 6, detailed further herein in ref-
erence to FIG. 6 below. Mounting support 30 with optical
detection channel 32, may be positioned when assembled in
stator body 2, e.g., behind RF coil 14 to accurately control the
sample spinning rate of rotor 6 in concert with counting the
sample spinning rate of rotor 6. For example, rotor 6 may be
marked evenly around the circle perimeter of rotor 6 with,
e.g., 12 evenly-spaced black and white marks that ensure a
spin rate accuracy of at least about 0.083 is reached.

In some embodiments, outer RF coil 14 is of a 2-3 turn coil
design. In some embodiments, outer coil 14 may be com-
posed of a flat wire with an 1.D. of about 11 mm that is tuned
atthe "H Larmor frequency of 500 MHz. The inner RF coil 12
is of a switchable design that allows it to be easily and quickly
exchanged with a larger or a smaller diameter coil that opti-
mizes sensitivity and performance of the probe 100. The inner
RF coil (resonator) 12 may be made of a magnetic suscepti-
bility-matched wire, and a fixed-value capacitor such that the
isolated LC circuit resonates near 500 MHz. The inner RF coil
12 is wound inside a plastic support 11 that is attached to the
switchable plug 8 (FIG. 55). Inner RF coil 12 maximizes the
filling factor, i.e., for maximizing the signal-to-noise (S/N)
ratio when tissue samples of a small quantity or low volume
are analyzed. In some embodiments, capacitors 15 attached to
RF coil 12 in LC resonator 10 are non-magnetic chip capaci-
tors (e.g., American Technical Ceramics Corp., Huntington
Station, N.Y., USA) with dimensions of 1.5 mmx1.2 mmx1.0
mm. Since the LC resonator 10 circuit is an isolated resonator
10 (i.e., no other electric wires attach to the L.C circuit), LC
resonator 10 can be easily switched, replaced, or exchanged
to include a range of RF coils 12 with larger or small I.D. to
accommodate a range of sizes of sample tubes 18 and thus
varied quantities and volumes of samples. In some embodi-
ments, when sample size is sufficiently large (above about 40
mg or more) and sensitivity is not a problem, switchable plug
8 containing the isolated LC resonator 10 (containing inner
RF coil 12 and capacitors 15) can be removed so that biologi-
cal tissue samples of a large size above about 1000 mg or
more can be profiled at a stable/smooth sample spinning rate
in concert with bearings 4 and 5.

In some embodiments, a best S/N value for slow-MAS
metabolic profiling is obtained for low volume/low quantity
samples (e.g., nanoliter sized biological tissue samples or
nanoliter sized biofluids) by employing both L.C resonator 10
circuit (containing inner RF coil 12 and capacitors 15) with
outer RF coil 14 together and optimizing (i.e., maximizing)
the performance of the inductively coupled RF circuit. In
some embodiments, inner RF coil 12 may be of a coil scroll
design that provides a low inductance and maximizes the B,
field homogeneity for outer RF coil 14 if tuning to 500 MHz
or greater becomes difficult, e.g., when large RF coils with an
1.D. of about 8 mm or greater are employed. In addition, to
optimize L.C resonator 10, efficiency of the inductive cou-
pling between outer RF coil 14 and inner LC resonator 12 is
maximized, e.g., by adjusting the number of turns, length,
width (0.D.) and inner dimension (1.D.) of outer RF coil 14.
In some embodiments, inductively coupled inner RF coil 12
may be doubly-tuned so as to be capable of both 'H and **C
observation. No limitations are intended.

New Pulse Sequence for Slow-MAS Metabolomics
Profiling

FIG. 6 shows a new pulse sequence based on "H PASS that
synchronizes both the rotor position and the timing for slow-
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MAS metabolic profiling of: 1) ordered (i.e., non-homoge-
neous) tissue samples (i.e., having both shape and structure)
and 2) non-ordered (i.e., homogeneous) biofluid samples of
varying size, quantity, and/or volume. Rotor position is syn-
chronized with the pulse sequence for ordered biological
samples using 'H PASS. In some embodiments, as an
example, PASS-16 synchronization comprising sixteen evo-
Iutions increments/steps/pitches is used, but the synchroniza-
tion approach is not limited thereto. 'H PASS requires a
powder- (or gamma y-) average, to obtain a high resolution *H
NMR spectrum that is free from magnetic susceptibility,
chemical shift anisotropy, and/or weak homonuclear dipolar
coupling induced line broadening.

For a biological tissue sample, the gamma y-average is
satisfied if the sample is homogeneous, e.g., naturally homo-
geneous or homogenized such that the sample is homoge-
neous. However, homogenization is undesirable because it is
destructive to the tissue structure. Thus, for an ordered
sample, the effect of gamma y-averaging can still be metifthe
beginning of the pulse sequence is randomized relative to a
fixed sample rotor position and a large number of accumula-
tions (scans) greater than about 96 (depending on the degree
of non-homogeneity) can be used for each PASS evolution
increment, i.e., the so called evolution pitch (®). The rela-
tionship between gamma averaging and evolution pitch in
PASS sequences is detailed, e.g., by Antzutkin et al. “Two-
Dimensional Sideband Separation in Magic-Angle Spinning
NMR”, Journal of Magnetic Resonance, Series A115, pp.
7-19 (1995), incorporated herein in its entirety.

Problems associated with residual spinning sidebands for
ordered samples is resolved if rotor position is synchronized.
The synchronization time point is moved forward in time in
exact synchrony with the increasing pitch (®) of the pulse
sequence. Rotor position synchronization requires a precise
control of the sample spinning rate. The slow-MAS probe of
the present invention employs two optical channels (drives) to
make this possible. Once rotor position synchronization is
implemented, in addition to more targeted biological tissue/
whole organ studies, non-invasive, slow-MAS metabolomics
on small, live, highly ordered biological species can also be
performed, e.g., insects and bugs of various sizes. This dual
capability greatly expands metabolomics applications of
slow-MAS.

As shown in FIG. 6, in the beginning of the "H PASS
rotation sequence (i.e., point A), the first evolution increment
of the PASS-16 synchronization (i.e., denoted in the dotted
box) is synchronized exactly one full rotation away, with the
rotor position fixed, where the 5 7 (pi) pulses are equally
spaced within one rotor period and the corresponding pitch
©=0. For the 2"? evolution increment [i.e., ®=1x(21/16)],
point “A” is synchronized to 15x(27/16) rotations away from
the fixed rotor position. Likewise for the 3’7 evolution incre-
ment, [i.e., ®=2x(2m/16)], point “A” is synchronized to 14x
(27/16) rotations away from the fixed rotor position, and so
on. At the end of the rotation sequence, the 16” evolution
increment [i.e., 0=15x(27/16)], point “A” is synchronized to
1x(2m/16) rotations away from the fixed rotor position.

MATPASS is an alternative pulse sequence approach that
may be employed for slow MAS that is based on the St Magic
Angle Turning (MAT) approach described, e.g., by Hung et
al. “On the magic-angle turning and phase-adjusted spinning
sidebands experiments”, Journal of Magnetic Resonance,
204, (2010), pp. 150-154 incorporated herein in its entirety.
MATPASS sequences employ a linear time increment along
the evolution dimension.

Sample Spinning Rates

The 'H PASS (phase-adjusted spinning sidebands)
sequence approach facilitates non-destructive ex vivo studies
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of excised intact tissues and organs. 'H PASS requires rela-
tively short measurement times (e.g., from a few minutes to
less than an hour) and offers both high sensitivity and high
spectral resolution. As an example, a sample spinning rotor
with an inner diameter of 6 mm, the maximum centrifugal
force introduced by spinning at sample spinning rates of 40,
80 and 160 Hz, respectively is only ~19, ~90 and ~360 times
the gravitational force. Such a centrifugal force is considered
safe to maintain sample integrity. In some embodiments,
sample spinning rates up to 600 Hz are safe for maintaining
cellular structure of, e.g., excised prostate tissues. In some
embodiments, 'H PASS applied at a sample spinning rate of
160 Hz or less is preferred for ex vivo research on excised
intact tissues/organs, where biologically relevant conditions
are preserved, because fluids are easy maintained inside the
tissue at slow sample spinning rates without fluid leakage.

High Resolution Slow-MAS "H PASS Spectra
Low Quantity and Low Volume Samples

FIGS. 7a-7d show high-resolution slow-MAS 'H PASS
spectra obtained on low quantities (~mg) and low volumes
(~nL) of tissue. FIG. 7a shows a water-suppressed, 'H PASS
spectrum acquired on a 200 nanoliter (0.2 mg or a volume of
about 0.2 pl) sample containing excised mouse muscle
acquired over a period of 2.6 minutes at a sample spinning
rate of 147 Hz. For the experiment in FIG. 7a, the inner RF
coilhad an ID of 1.3 mm and a length of 2.7 mm. The volume
of'the coil was 3.58 uL.. Filling factor for this experiment was
0.056[0.2 uL. divided by 3.58 pL]. In the figure, several major
resolved peaks (mostly from lipids) are observed at about
0.89 ppm, 1.28 ppm, 1.57 ppm, 2.0 ppm, 2.2 ppm, 2.75 ppm,
4.05 ppm, 4.26 ppm and 5.3 ppm. With the inner RF coil
(resonator) mounted, results show a water-suppressed, high
resolution 'H PASS spectrum is acquired with a reasonable
S/N on 200 nanoliters (about 0.2 mg) of muscle sample
excised from a C57BL6 obese mouse using an acquisition
time of as short as 2.6 minutes at a sample spinning rate of 147
Hz. FIG. 7b shows a water-suppressed 'H PASS spectrum on
the same tissue sample in FIG. 7a. Data were acquired imme-
diately after those in FIG. 7a using a longer acquisition time
of'31 minutes at a sample spinning rate of 147 Hz. Major lipid
peaks observed located at about 0.89 ppm, 1.28 ppm, 1.57
ppm, 2.0 ppm, 2.2 ppm, 2.75 ppm, 4.05 ppm, 4.26 ppm and
5.3 ppm, are confirmed. FIG. 7¢ shows a H,O suppressed,
static (no sample spinning) 'H NMR spectrum acquired
immediately after the sample data presented in FIG. 756 were
collected. As shown in the figure, without the use of
'H-PASS, peaks in the water-suppressed static spectrum
overlap severely. FIG. 7d shows the "H NMR spectrum for a
muscle sample from the same obese mouse as those of FIGS.
7a-T7c acquired at a sample spinning rate of 127 Hz using no
water suppression. Data in the figure highlight the relative
ratio of the H,0-to-lipid signal. About 93% of the 0.2 mg
muscle sample is water. In the figure, lipid content in the
muscle of this obese mouse is about five times that of a regular
CS57BL6 mouse.

Results show RF performance of the slow MAS probe on
small samples is remarkable. A signal-to-noise (S/N)
enhancement of ~22 was obtained using inner RF coil on
about 1 mg of mouse muscle sample based on the lipid signal
in the sample. Further, spectral resolution obtained with ‘H
PASS is better than that obtained in a conventional magic
angle coil spinning (MACS) approach on a 0.3 mg bovine
muscle tissue (where lipid to H,O ratio is about 1/3) at a
sample or coil spinning rate of 3 kHz on a 500 MHz NMR
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spectrometer (11.7 T field). For example, in a conventional
MACS spectrum, the 1.57 ppm peak is heavily overlapped
with the main lipid peak located at about 1.28 ppm, while the
present invention provides a well-resolved peak at the 1.57
ppm location, as demonstrated in FIGS. 7a-75. Sensitivity of
the slow-MAS 'H PASS approach on 0.2 mg is also compa-
rable to that obtained with a conventional MACS approach.
And, the S/N value obtained in the 2.6 minute (156 sec) "H
PASS spectrum in FIG. 7a on the 0.2 mg of mouse muscle is
comparableto that obtained in a 33 sec MACS experiment run
on 0.3 mg of bovine muscle tissue. While filling factor was
not optimized (an optimum filling factor of 0.2 was possible)
(and thus sensitivity was not maximized) for experiments
described for FIGS. 7a-7b, at the filling factor selected, sen-
sitivity achieved at a spinning rate of 147 Hz using the present
invention is at least comparable to, or better than, the conven-
tional state-of-the-art.

Because S/N is proportional to the square root of the filling
factor, the filling factor can be increased to about 0.2 by
raising the gain in S/N by another factor of 2. With a factor of
3.4 gain in S/N compared to the experiment of FIG. 7a, one
can presumably acquire a slow-MAS "H PASS experiment on
0.2 mg of regular mouse muscle sample, or other tissue
sample types, in a few minutes.

High Resolution "H PASS Spectra
Large Quantity and/or Large Volume Samples

Feasibility of using the slow-MAS metabolomics probe in
concert with slow-MAS "H PASS synchronization for analy-
sis of large sample volumes containing biological tissues is
demonstrated. FIGS. 8a-85 compare a conventional ‘H NMR
spectrum with H,O suppression applied to the high-resolu-
tion, water-suppressed, slow-MAS ‘H NMR PASS spectrum
performed on mouse brain tissue at 300 MHz obtained with
probe 100. For these experiments, probe 100 was configured
with inner RF coil 12 removed. The sample contained three
intact brains excised from mice. A glass sample tube 18 was
used. Sample volume was 1.005 cm®. Sample weight was
about 1005 mg. FIG. 8a shows the static spectrum obtained
by conventional "H NMR with H,O suppression applied. In
the conventional spectrum (FIG. 8a), due to magnetic suscep-
tibility variations across the three brains, and the magnetic
susceptibility difference between the glass tube material and
that of the tissue inside the sample tube, severe line broaden-
ing is observed, resulting in a featureless static spectrum.
FIG. 8b shows a high resolution "H NMR spectrum obtained
with the slow-MAS probe of the present invention using an
'H PASS sequence at a sample spinning rate of 83 Hz,
acquired using sixteen evolution steps, each with 96 scans and
arecycle delay time of 1 second. As shown in the figure, many
metabolites are now resolved due to the enhanced spectral
resolution provided by the probe.

High Resolution "H PASS Spectra
Low Volume Biological Fluid Samples

The utility of a slow-MAS metabolomics probe in concert
with slow-MAS 'H PASS for analysis of samples containing
low volumes of biological fluids has been demonstrated.
FIGS. 9a-95 compare a conventional “H NMR spectrum to a
high-resolution, water-suppressed, slow-MAS 'H PASS
spectra of a biofluid (2.5 L. mouse urine) sample collected at
300 MHz with probe 100. FIG. 9« is a conventional static
spectrum of the sample obtained with conventional ‘H NMR.
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Due to the differences between the magnetic susceptibility of
the tube material and that of the fluid, severe line broadening
was observed. FIG. 95 is a high resolution, water-suppressed,
slow-MAS 'H PASS spectrum obtained on the same 2.5 pL
urine sample at a sample spinning rate of 80 Hz. The insets
show spectral regions expanded vertically by a factor of 4
times. Results show a high quality, high resolution metabolite
spectrum is obtained. For example, the line width of the most
intense peak at 3.286 ppm is only about 0.8 Hz. Spectral
resolution is similar to that obtained with human urine when
the sample volume is sufficiently large for standard NMR
metabolomics analysis. Results show the 0.8 Hz line width is
also significantly narrower than observed in conventional
probes designed for ultra-small-liquid-sample detection. In
short, the slow-MAS approach has been demonstrated to be
ideally suited for analyses of biofluids when sample volumes
are limited (e.g., less than about 2 pl.) and when conventional
commercial liquid state NMR metabolomics probes cannot
profile.

Applications

The present invention can be used to study various tissues
and biochemical processes associated with disease progres-
sion including, but not limited to, e.g., cancer cells, cervical
tissues, breast cancer tissues, prostate tissue, brain glioma/
tumors, neurological disorders, liver tissues, gastrointestinal
biopsies, testicular tissue, renal tissues, and other tissues and
samples, and processes involving evaluating effects of vari-
ous biochemical therapies. Applications also include, but are
not limited to, e.g., metabolic profiling on nanoliter-sized
tissue samples and biofluid samples. Examples include, e.g.,
biological tissues or blood samples collected in repeated,
“in-life” sampling of small laboratory animals (e.g., mice),
and even human patients. Sample volumes can be as small as
200 mL. Sample volumes on regular biological tissues can be
as large as 1 cm® or more with analysis times as short as a few
minutes using a single probe, including, e.g., analyses of live
small biological objects such as live bugs or insects.

While a number of embodiments of the present invention
have been shown and described, it will be apparent to those
skilled in the art that many changes and modifications may be
made without departing from the invention in its broader
aspects. The appended claims are therefore intended to cover
all such changes and modifications as fall within the spiritand
scope of the invention.

What is claimed is:
1. A slow Magic Angle Spinning (MAS) Nuclear Magnetic
Resonance (NMR) device, comprising:

a sample spinning probe configured to rotate a sample
inclined at a magic angle with respect to the B, magnetic
field at a slow spinning rate, the probe includes a rotor
with a sample tube adapter configured to hold a sample
tube of varied dimensions containing a sample of a vari-
able size, quantity, and/or volume in the rotor when
introduced into a support body of the probe; and

a switchable L.C resonator comprising a first static RF coil
coupled to one or more capacitors that defines an RF
circuit, the L.C resonator attaches to a switchable plug
component that inserts into the support body of the

20

25

30

35

40

45

50

55

16

probe, the L.C resonator when inserted in the support
body inductively couples the first static RF coil with a
second static RF coil disposed therein that enhances the
sample filling factor between the sample and the first RF
coil and the sensitivity of sample analyses therein.

2. The device of claim 1, wherein the probe is configured to
rotate the sample at a slow spinning rate defined below about
500 Hz.

3. The device of claim 1, wherein the first static RF coil
circumvolves the sample tube in the rotor.

4. The device of claim 1, wherein the switchable LC reso-
nator and first static RF coil are switchable with an LC reso-
nator and static RF coil of a smaller or larger width dimension
that accommodate a sample tube with a smaller or larger
width dimension in the rotor.

5. The device of claim 1, wherein the probe includes a
single rotation bearing.

6. The device of claim 1, wherein the probe includes dual
rotation bearings.

7. The device of claim 6, wherein the probe includes a first
rotation bearing disposed in the support body in front of the
second RF coil where into which the sample tube inserts into
the rotor.

8. The device of claim 6, wherein the probe includes a
second rotation bearing disposed at the rear of the second RF
coil where the switchable plug attached to the LC resonator
and first static RF coil insert into the support body of the
probe.

9. The device of claim 1, wherein the probe includes an
optical detection system comprising a first optical detection
channel on a support with a first optical fiber that counts and
determines spinning rate of the rotor.

10. The device of claim 9, wherein the first optical fiber
determines spinning rate with a selected number of counting
marks disposed on a surface of the rotor during rotation
thereof.

11. The device of claim 10, wherein the number of count-
ing marks on the surface of the rotor is a multiple of 6 below
and including 24.

12. The device of claim 1, wherein the optical detection
system includes a second optical detection channel on a sup-
port with a second optical fiber that synchronizes a slow MAS
pulse sequence to a specified rotor position.

13. The device of claim 12, wherein the second optical fiber
synchronizes rotor position with a 'H Phase Adjusted Spin-
ning Sidebands (PASS) pulse sequence that includes a rotor
position synchronization sequence segment therein.

14. The device of claim 13, wherein the second optical fiber
synchronizes the rotor position with optical triggering based
on a single fixed mark disposed on a surface of the rotor
during rotation of the rotor.

15. The device of claim 13, wherein the pulse sequence
suppresses magnetic susceptibility induced line broadening
effects for the sample at the slow spinning rate.

16. The device of claim 13, wherein the pulse sequence
controls timing of pulses delivered by the pulse sequence.

17. The device of claim 1, wherein the sample tube adapter
and/or switchable plug and/or a support of the switchable coil
are composed of a machinable plastic.

#* #* #* #* #*
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